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Fig. 1. Human papillomavirus (HPV) detection by end-
point PCR. Detection of PCR products using gel electro-
phoresis was done after the amplification with HPV16/18
primer mixture, fo perform detection and crude typing si-
multaneously. B-globin (394 bp) was also amplified as an
internal control.

291 nested PCR 9144
EAI7F it

types THE8k= A o]
ot} 2 e E HPV typeo] 3l
‘%}6}— multlplex primer setE ©]-§3 7%= typing©]
A9 9L & AT HPV 6, 11 22 A
EHo g Z33 AIE ALt A

[ |
(SRS
AT
PV

5
%, °|F typing
HPV 7rg 9] 184S ddstr] sl BeHolt), A&
e HPVI16Y} HPVI8S o] X&5= primer set
WA SEAZ= HHE =t o]+ detection} T EFZ]
3 typingS BAlO) B 4= Q= Ao QlojA] de] ARE
%= Wo] 7| = st (Fig. 1).

Restriction fragment length polymorphism(RFLP)
+ consensus primers ©]-83F PCR producto]] A-8-&
4= 91+ high throughput typing i olth o2 HH o
= reverse hybridization, DNA enzyme immunoassay,
dot blot 5°] Sl=Hl, L5+ 5% DNAE HPV type-
specific probe®] 2 & (hybridize)A7|+= WHEo|TH
A& 0 & probel} targeto]] = EA A Tt A4
Hhe-S Eaj A5 2 Y AZ3(Fig. 2).?

Real-time PCRO|4 real-time RT-PCR-Z end-point
PCR Ho“]jé]oﬂ H]—BH oqa A]Q.x% o]/\]—ﬂ 11—2401 oh;]. Real-
time PCR 7’”\]’ 71¥o] ¢ 7r#H3slal, PCR 3 A7

2 A3 OPX] 43} g 4= 9lo]
H A9E 4S5 9
Basich o Wit

< Viral load”} =t}

=2 Z’:Zl lﬂ viral load%_'— d

N
o

Negative HPV16

HPV33,35 HPV18

Fig. 2. Human papillomavirus (HPV) typing using reverse
hybridization. Amplified DNA binds to type-specific
probe, showing type-specific signal on the typing chip.

Pattern of type-specific signal might vary depending on
the original design of the chip.
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Fig. 3. Immunohistochemical expression of p1é6. Staining is usually observed in the nucleaus, and focally cytoplasm. In-
tensity of signals might vary between cases. Semiquantative scoring system could be adopted to describe the inter-

pretation. Original magnification x 100.



Table 1. Methods of HPV detection
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Technique Sensitivity* Specificity* Comment

PCR for L1 High Low Widely available, cumbersome, high cost

DNA ISH Low High

E6/E7 mMRNA High High May require fresh frozen tissue, cumbersome, high cost
pl16IHC Very high Questionable Widely available

# : Sensitivity and specificity refer to detection of biologically active HPV. PCR : polymerase chain reaction, ISH : in

situ hybridization, IHC : immunohistochemistry
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